Emerging and reemerging infectious diseases have shaped the landscape of medicine for the past three decades. Viral pathogens, especially those zoonotic in origin, have been in the centre of the limelight. It has been estimated that viruses and prions accounted for 43% of the 177 emerging and reemerging human pathogens up to 2005 [1] . Fungi are the minority this regard, as they made up only 12% of the pathogens in that survey.
Mycoses are frequently neglected as emerging and reemerging diseases. They do not normally cause explosive outbreaks, nor do they give rise to pandemics. Nevertheless, changes in the epidemiology of human mycoses have been taking place over the past decades, both in terms of the absolute numbers of patients affected and the diversity of pathogens involved. In this issue of Mycopathologia, Wu et al. described the epidemiology of human pathogenic fungi in China through three 10-yearly surveys (1986, 1996, 2006) in 39 centres in China (including Taiwan) [2] . The key findings of the study include a decline in the number and proportion of dermatophytes among all the clinical isolates, and a rising prevalence of yeasts and other moulds being recovered. The diversity of the species of fungi isolated also increased throughout the years.
A few considerations need to be taken in the interpretation of the data. While the change in the number of isolates could well be genuine, the population change during the study period has to be taken into account. The total population of China increased by almost 23% (an increase of over 244 million people) from 1986 to 2006 [3] . At the same time, the birth control policy of China results in a gradual change in the age structure of the population; in 1986, 70% of the population were aged 15 years and above, the figure rose to 79% in 2006 [3] . We are not totally certain whether the increase in numbers translate into increase in incidence of the infections. Secondly, does the increase in the number of species recovered represent improvements in fungal culture and identification techniques? For example, the two key examples of fluconazole-resistant Candida species, C. krusei and C. glabrata, were not represented at all in the 1986 data set. Thirdly, although it was commented that 'all the strains were cultured from patients with clinically proven or suspected fungal infections', the standard criteria for taking clinical samples and the nature of clinical specimens from which the fungi were isolated was not detailed in the article, and it would, therefore, be difficult to judge whether all the isolates represent genuine pathogens, co-pathogens or colonizers. Fourthly, could the changing prevalence of certain pathogens be due to changes in clinical practice and sampling? For example, one of the most notable findings is the dramatic decrease in the number and proportion of dermatophytes isolated. This could well be due to improved efforts in the control of the infection in the community. On the other hand, with the wider availability of over-the-counter topical antifungals and better primary care, many of the patients may be self-treated at home or in clinics where clinical specimens will not be collected for mycological studies.
Despite the limitations of the study, it still provided some useful insights into the various facets of mycoses in China. The opening of China in 1976 has led to marked socioeconomic improvement. The associated improvement in living condition and personal hygiene will definitely impact on the incidence of dermatophytosis. The increase in the prevalence of Microsporum canis among the dermatophytes could well be explained by the rising pet ownership in China as pointed out by the authors. The improving socioeconomic conditions and better access to medical care are associated with longer life span and a growing population of immunosuppressed hosts. The growing importance of Candida spp. and Cryptococcus neoformans is most likely accountable by the increasing population of hospitalized patients and immunocompromised patients. Antibiotic misuse and overprescription in China has been a major problem, and the situation is not just limited to hospitals but also to the communities where over-the-counter antibiotics are readily available [4] . In addition to C. neoformans, the dimorphic fungus Penicillium marneffei is another major opportunistic fungal pathogen among AIDS patients in Southeast Asia including southern China [5] . The first AIDS patient was diagnosed in China in 1985, and by 1998 all provinces of China reported HIV/AIDS [6] . However, the official surveys for HIV/AIDS in China did not appear until 2003 [7] . It is conceivable that the growing AIDS epidemic must have contributed significantly to the changing epidemiology of human mycoses in China in the past 25 years.
Woolhouse and Gowtage-Sequeria suggested that the two major driving forces for emerging and reemerging fungal diseases are hospitals and medical procedures and poor population health (including various immunocompromising conditions) [1] . The former is well exemplified by the increasing incidence of invasive candidiasis among hospitalized patients, especially in those who had received multiple broad spectrum antibacterials. The latter is best represented by the AIDS pandemic since the 1980s. Indeed, Pneumocystis jiroveci-then generally considered to be a protozoan parasite-was the earliest emerging mycosis that led to the recognition of HIV/AIDS [8] . Similar to P. jiroveci, it took more than 90 years since the initial isolation of Cryptococcus neoformans before its clinical importance was re-appreciated after the AIDS pandemic. P. marneffei, previously unknown to most western microbiologists, was rediscovered after the AIDS pandemic spread to Southeast Asia in the late 1980s [5] . The AIDS pandemic is but one contributing factor to the emergence or reemergence of fungal infections globally. Advances in treatment of malignancies and autoimmune diseases, solid organ and haematological stem cell transplantation and development of new immunosuppressants have created an increasing population of immunocompromised patients. Invasive aspergillosis and infections due to other hyaline moulds have caused the greatest proportion of mortality due to mycoses in this group of highly susceptible hosts. Invasive aspergillosis, the commonest of all these mould infections, has driven the development of several new antifungal agents (e.g. voriconazole, posaconazole, the echinocandins), and nowadays, there is a larger armamentarium for the treatment of this disease [9] . However, infections caused by a number of moulds remain extremely difficult to manage, such as Fusarium spp. and the Zygomycetes.
Prolonged prophylaxis or treatment with antifungals has reduced the incidence of a number of invasive fungal infections. Unfortunately, such strategies in some situations have iatrogenically driven the emergence of new fungal pathogens. The widespread use of fluconazole prophylaxis for neutropenic patients and haematological stem cell transplant recipients have resulted in increasing incidence of infections due to fluconazole-resistant Candida spp.
(such as C. glabrata and C. krusei) in some centres [10, 11] . In recent years, voriconazole prophylaxis has finally brought hope to the prevention of invasive aspergillosis in high-risk patients. Unfortunately, this has resulted in the emergence of invasive zygomycosis in some centres, which is even more difficult to treat than aspergillosis [12, 13] .
Selection of highly resistant fungi by new antifungals is not the only example of a man-made evolution in the epidemiology of fungal infections. Other human factors have contributed to outbreaks of serious mycoses. Fusarium keratitis have been associated with the use and improper care of contact lenses [14, 15] . In 2005, a multinational outbreak of Fusarium keratitis was found to be related to the use of a new formulation of contact lens solution (not, however, related to contamination of the solution) [16, 17] . The solution was finally withdrawn from the market globally in 2006. In 2009, an unusual outbreak of intestinal mucormycosis due to Rhizopus microsporus occurred among patients with haematological malignancies in a tertiary care hospital, leading to infection of 12 patients and 5 of them died [18] . The source of R. microsporus was traced to contaminated generic allopurinol tablets manufactured in a local pharmaceutical plant.
Cryptococcus gattii represents one of the latest emerging fungal pathogens of global significance. Previously found only in tropical areas of the world, C. gattii invaded Vancouver Island, British Columbia, Canada in 1999 [19] . Since then, it has spread to British Columbia and the Pacific Northwest of the United States (Oregon, Washington, Idaho, California) [20] . The exact routes of spread to North America is still unknown, but the fungus is certainly capable of surviving and proliferating in these new ecological niches.
Fungi often do not have the dramatic nature of viruses or bacteria in terms of epidemiology. However, it is obvious that various natural and man-made factors do operate to drive the emergence and reemergence of fungal pathogens, and the consequences of their emergence is frequently global. A continued surveillance, both vertically in time, horizontally in different geographical areas and across species in both humans and animals are essential for a better understanding of their clinical and public health impacts. China is now catching up with the Western industrialized countries not only economically but also the trends in emerging fungal infections. Lessons from the past should be heeded, and there is still a long way to go in China to take on the foreseeable impact of emerging mycoses: to continue nationwide surveillance of medically important fungal pathogens, promote a culture of proper utilization of antibiotics, enforce stricter regulations on the availability of antibiotics to the general public, develop antibiotic stewardship programmes in hospitals, promulgate the proper use of antifungal prophylaxis and adopt a more open and effective control strategy for the HIV/AIDS pandemic.
